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Figures 4 A-C 
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Figures 4 D-F 



5/16 



WO 2005/084230 



PCT/US2005/006147 



E 



H 3 C 




H 2 C 



CH 




CH 



H 




CH 2 — CH 2 — CH 3 



CH 2 -CH 3 — CH 2 



Figures 5 E-H 



7/16 



WO 2005/084230 



PCT/US2005/006147 




8/16 



WO 2005/084230 



PCT/US2005/006147 



RIAA:Curcumin [100:1] 



Fa 



0.02 
0.05 
0.10 
0.15 
0.20 
0.25 
0.30 
0.35 
0.40 
0.45 
0.50 
0.55 
0.60 
0.65 
I 0.70 
L 0;75 
0,80 

i ; o ? 85 

\ 0.90 
0.95 
1.00 



CI 



RIAA 
[ug/mL] 



Curcumin 
[ug/mL] 



68.336 

28.842 

14.609 

9.589 

6.984 

5.376 

4.277 

3.475 

2.862 

2.375 

1.979 

1.649 

1.369 

1.127 

0.916 

0.729 

0.562 

0.409 

0.269, S 

0.137 ^ 

M?i 1 



0.01 
0.04 
0.10 
0.18 
0.28 
0.40 
0.55 
0.73 
1.0 
1.2 
1.6 
2.0 
2.6 
3.4 
"•-«4.6 V 
6.3 
• 9.0 
14 
25 
.63 
495 



0.000 
0.000 
0.001 
0.002 
0.003 
0.004 
0.006 
0.007 
0.010 
0.012 
0.016 
0.020 
0.026 
0.034 
0.046 
0.063 
0.090 
0.139 
0.247 : 
0,629 
4.950 



8.0 
7.0 



6.0 



4.0 
3.0 
2.0 
1.0 



CI for RIAA:Curcumin [100:1] 
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CI for RlAA:Curcumin [10:1] 











































: ■ 




















■ 






^ 




y^w:^:- - : 


























5 







RIAA [|jg/mL] 



Shaded area represents region of synergy 



Figure 6B 
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RIAA:Curcumin [3:1] 
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Figure 6C 
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CI for RIAA: Curcumin [3:2] 
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Figure 6D 
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RlAA:Curcumin [1:1] 
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Shaded area represents region of synergy 
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Figure 6E 
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CI for RIAA:Curcumin [2:3] 
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Figure 6F 
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RIAA:Curcumin [1:10] 
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Figure 6G 
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CI for RlAA:Caffelne [100:1] 
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RIAA:Caffeine [3:1 ]_ 
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Figure 7D 
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RIAA:Caffelne [1:1] 
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